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Figure S1 Sialic acid catabolism and transport clusters in T. forsythia and B. fragilis
Predicted and confirmed sialic acid utilization genes and their orientations are illustrated using standard nan gene descriptors based on the genome sequences of the organisms. nanOU are shaded, whereas the nan genes of B. fragilis are organized in discontinuous clusters. The present study pCP-cBFU BF1720 (BF-nanU) cloned into pBAD18
The present study pCP-cBFOU BF1719-BF1720 (BF-nanOU) cloned into pBAD18
The present study pCP-cTFOU TF0033-TF0034 (TF-nanOU) cloned into pBAD18
The present study pCP-eBFU BF-nanU His cloned into pET21a( + ) The present study pCP-eTFU TF-nanU His cloned into pET21a( + ) The present study C. Phansopa and others Primer Sequence
BFnanO-XbaI-F 5 -AATATCTAGAAATAATTTTGTTTAACTTTAAGAAGGAGATATAC ATATGAAGAAAACCATCTTCTTG-3 BFnanO-HindIII-R 5 -AATAAAGCTTTCAGAATGTCACTGACAA-3 BFnanU-XbaI-F 5 -AATATCTAGAAATAATTTTGTTTAACTTTAAGAAGGAGATATAC CATGTTAGCAGGGCTT-3 BFnanU-SphI-R 5 -AATAGCATGCTCAATTCTGATATCCCGGAG-3 TFnanO-XbaI-F 5 -AATATCTAGATAATTTTGTTTAACTTTAAGAAGGAGATATACATA TGAAAGGAATTTTAAAAAAAT-3 TFnanU-SphI-R 5 -AATATCTAGATTATTCATACCCCGGAGT-3 ECtonB-FRT-F 5 -TTGCATTTAAAATCGAGACCTGGTTTTTCTACTGAATCAGTGTA GGCTGGAGCTGCTTC-3 ECtonB-FRT-R 5 -CCTGTTGAGTAATAGTCAAAAGCCTCCGGTCGGAGTGCATTCCG GGGATCCGTCGACC-3 BFnanU-NdeI-F 5 -AATACATATGCTGGATATTGATCCT-3 BFnanU-XhoI-R 5 -AATACTCGAGATTCTGATATCCCGG-3 Table S3 Data collection and refinement statistics for BF-NanU
Values in parentheses correspond to the highest-resolution shell. R pim (precision-indicating merging R factor) was calculated using the formula R pim = hkl 
